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<140> 00 
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<160> 14 

<170> PatentIn Ver. 2.0 

<210> 1 
<211> 1742 
<212> DNA 
<213> Human 

<220> 

<221> CDS 

<222> (62) . . (1141) 

<400> 1 

gaccgcggca gctcagcctc ccgccgattg tatgttccag gcctcaatga ggagtccaaa 60 

c atg gag cca ttc aag cag cag aag gtg gag gac ttt tat gac ate gga 109 
Met Glu Pro Phe Lys Gin Gin Lys Val Glu Asp Phe Tyr Asp lie Gly 
15 10 15 

gag gag ctg ggg agt ggc cag ttt gcc ate gtg aag aag tgc egg gag 157 
Glu Glu Leu Gly Ser Gly Gin Phe Ala lie Val Lys Lys Cys Arg Glu 



aag age acg ggg ctt gag tat gca gcc aag ttc ate aag aag egg cag 
Lys Ser Thr Gly Leu Glu Tyr Ala Ala Lys Phe lie Lys Lys Arg Gin 



20 



25 



30 



35 



40 



45 



age egg gcg age egg cgc ggt gtg age egg gag gag ate gag egg gag 
Ser Arg Ala Ser Arg Arg Gly Val Ser Arg Glu Glu lie Glu Arg Glu 
50 55 60 



253 



f t 
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gtg age ate ctg egg, cag gtg etg cac cac aat gte ate acg ctg cac 301 
Val Ser lie Leu Arg Gin Val Leu His His Asn Val He Thr Leu His 
65 70 75 80 

gac gte tat gag aac cgc ace gac gtg gtg cac ate ctt gag eta gtg 349 
Asp Val Tyr Glu Asn Arg Thr Asp Val Val His He Leu Glu Leu Val 
85 90 95 

tct gga gga gag etc ttc gat ttc ctg gee eag aag gag tea ctg agt 3 97 
-Ser Gly Gly Glu Leu Phe Asp Phe Leu Ala Gin Lys Glu Ser Leu Ser 
100 105 110 

gag gag gag gee ace age ttc att aag cag ate ctg gat ggg gtg aac 445 
Glu Glu Glu Ala Thr Ser Phe He Lys' Gin He Leu Asp Gly Val Asn 
115 120 125 

t.ac ctt cac aca aag aaa att get cac ttt gat etc aag cca gaa aac 4 93 
Tyr Leu His Thr Lys Lys He Ala His Phe Asp Leu Lys Pro Glu Asn 
130 135 140 

att atg ttg tta gac aag aat att ecc att cca cac ate aag ctg att 541 
He Met Leu Leu Asp Lys Asn He Pro He Pro His He Lys Leu He 
145 X50 155 160 

gac ttt ggt ctg get cac gaa ata gaa gat gga gtt gaa ttt aag aat 589 
Asp Phe Gly Leu Ala His Glu He Glu Asp Gly Val Glu Phe Lys Asn 
165 170 175 

att ttt ggg acg ecg gaa ttt gtt get cca gaa att gtg aac tac gag 637 
He Phe Gly Thr Pro Glu Phe Val Ala Pro Glu He Val Asn Tyr Glu 
180 185 190 

ccc etg ggt etg gag get gac atg tgg age ata gge gte ate ace tac 685 
Pro Leu Gly Leu Glu Ala Asp Met Trp Ser He Gly Val He Thr Tyr 
195 200 205 

ate etc tta agt gga gca tee ect ttc ctg gga gac acg aag cag gaa 733 
He Leu Leu Ser Gly Ala Ser Pro Phe Leu Gly Asp Thr Lys Gin Glu 
210 215 220 

aca ctg gca aat ate aca tea gtg agt tac gac ttt gat gag gaa ttc 781 
Thr Leu Ala Asn He Thr Ser Val Ser Tyr Asp Phe Asp Glu Glu Phe 
225 230 235 240 

ttc age cat acg age gag ctg gee aag gac ttt att egg aag ctt ctg 829 
Phe Ser His Thr Ser Glu Leu Ala Lys Asp Phe He Arg Lys Leu Leu 
245 250 255 
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gtt aaa gag acc egg aaa egg etc aca ate caa gag get ete aga eae 877 
Val Lys Glu Thr Arg Lys Arg Leu Thr lie Gin Glu Ala Leu Arg His 
260 265 270 

ecc tgg ate acg ccg gtg gac aac cag caa gee atg gtg ega egg gag 925 
Pro Trp lie Thr Pro Val Asp Asn Gin Gin Ala Met Val Arg Arg Glu 
275 280 285 

tet gtg gte aat ctg gag aac ttc agg aag cag tat gte cge agg egg 973 
Ser Val Val Asn Leu Glu Asn Phe Arg Lys Gin Tyr Val Arg Arg Arg 
290 295 300 

tgg aag ctt tec ttc age ate gtg tec ctg tgc aac eae ete ace cge 1021 
Trp Lys Leu Ser Phe Ser lie Val Ser Leu Cys Asn His Leu Thr Arg 
305 310 315 320 

teg ctg atg aag aag gtg eae etg agg eeg gat gag gac etg agg aac 1069 
Ser Leu Met Lys Lys Val His Leu Arg Pro Asp Glu Asp Leu Arg Asn 
325 330 335 

tgt gag agt gac act gag gag gac ate gee agg agg aaa gee etc eae 1117 
Cys Glu Ser Asp Thr Glu Glu Asp lie Ala Arg Arg Lys Ala Leu His 
340 345 350 

cca egg agg agg age age acc tee taactggeet gaeetgcagt ggecgeeagg 1171 
Pro Arg Arg Arg Ser Ser Thr Ser 
355 360 

gaggtttggg ceeagegggg etceettetg tgeagacttt tggaeecage teagcaeeag 1231 

cacccgggcg tcctgageac tttgcaagag agatgggccc aaggaattea gaagagettg 1291 

caggeaagcc aggagaeect gggagctgtg getgtcttct gtggaggagg etccageatt 1351 

cceaaagcte ttaattctcc ataaaatggg etttcctetg tetgecatec tcagagtetg 1411 

gggtgggagt gtggacttag gaaaaeaata taaaggacat ectcatcate aeggggtgaa 14 71 

ggteagagta aggcagcctt ettcacagge tgagggggtt eagaaeeage etggccaaaa 1531 

attacaccag agagaeagag tceteeceat tgggaacagg gtgattgagg aaagtgaace 1591 

ttgggtgtga gggaccaatc etgtgacete ccagaaccat ggaagecagg acgteaggct 16 51 

gaecaacace tcagacettc tgaagcagcc cattgctggc ecgceatgtt gtaattttge 1711 

teatttttat taaacttetg gtttaectga a 1742 
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<210> 2 
<211> 360 
<212> PRT 
<213> Human 

<400> 2 

Met Glu Pro Phe Lys Gin Gin Lys Val Glu Asp Phe Tyr Asp lie Gly 
1 5 10 15 

Glu Glu Leu Gly Ser Gly Gin Phe Ala lie Val Lys Lys Cys Arg Glu 
20 25 30 

Lys Ser Thr Gly Leu Glu Tyr Ala Ala Lys Phe lie Lys Lys Arg Gin 
35 40 45 

Ser Arg Ala Ser Arg Arg Gly Val Ser Arg Glu Glu lie Glu Arg Glu 
50 55 60 

.Val Ser He Leu Arg Gin Val Leu His His Asn Val He Thr Leu His 
65 70 75 80 

Asp Val Tyr Glu Asn Arg Thr Asp Val Val His He Leu Glu Leu Val 
85 90 95 

Ser Gly Gly Glu Leu Phe Asp Phe Leu Ala Gin Lys Glu Ser Leu Ser 
100 105 110 

Glu Glu Glu Ala Thr Ser Phe lie Lys Gin He Leu Asp Gly Val Asn 
115 120 125 

Tyr Leu His Thr Lys Lys He Ala His Phe Asp Leu Lys Pro Glu Asn 
130 135 140 

He Met Leu Leu Asp Lys Asn He Pro He Pro His He Lys Leu He 
145 150 155 160 

Asp Phe Gly Leu Ala His Glu He Glu Asp Gly Val Glu Phe Lys Asn 
165 170 175 

He Phe Gly Thr Pro Glu Phe Val Ala Pro Glu He Val Asn Tyr Glu 
180 185 190 

Pro Leu Gly Leu Glu Ala Asp Met Trp Ser He Gly Val He Thr Tyr 
195 200 205 

He Leu Leu Ser Gly Ala Ser Pro Phe Leu Gly Asp Thr Lys Gin Glu 
210 215 220 
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Thr Leu Ala Asn lie Thr Ser Val Ser Tyr Asp Phe Asp Glu Glu Phe 
225 230 235 240 

Phe Ser His Thr Ser Glu Leu Ala Lys Asp Phe lie Arg Lys Leu Leu 
245 250 255 

Val Lys Glu Thr Arg Lys Arg Leu Thr lie Gin Glu Ala Leu Arg His 
260 265 270 

Pro Trp lie Thr Pro Val Asp Asn Gin Gin Ala Met Val Arg Arg Glu 
275 280 285 

Ser Val Val Asn Leu Glu Asn Phe Arg Lys Gin Tyr Val Arg Arg Arg 
290 295 300 

Trp Lys Leu Ser Phe Ser lie Val Ser Leu Cys Asn His Leu Thr Arg 
305 310 315 320 

■'Ser Leu Met Lys Lys Val His Leu Arg Pro Asp Glu Asp Leu Arg Asn 
325 330 335 

Cys Glu Ser Asp Thr Glu Glu Asp lie Ala Arg Arg Lys Ala Leu His 
340 345 350 

Pro Arg Arg Arg Ser Ser Thr Ser 
355 360 



<210> 3 
<211> 263 
<212> PRT 
<213> Human 

<400> 3 

Tyr Asp Thr Gly Glu Glu Leu Gly Ser Gly Gin Phe Ala Val Val Lys 
15 10 15 

Lys Cys Arg Glu Lys Ser Thr Gly Leu Gin Tyr Ala Ala Lys Phe lie 
20 25 30 

Lys Lys Arg Arg Thr Lys Ser Ser Arg Arg Gly Val Ser Arg Glu Asp 
35 40 45 

lie Glu Arg Glu Val Ser lie Leu Lys Glu He Gin His Pro Asn Val 
50 55 60 

He Thr Leu His Glu Val Tyr Glu Asn Lys Thr Asp Val He Leu He 
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65 70 75 80 

Leu Glu Leu Val Ala Gly Gly Glu Leu Phe Asp Phe Leu Ala Glu Lys 
85 90 95 

Glu Ser Leu Thr Glu Glu Glu Ala Thr Glu Phe Leu Lys Gin lie Leu 
100 105 110 

Asn Gly Val Tyr Tyr Leu His Ser Leu Gin lie Ala His Phe Asp Leu 
115 120 125 

Lys Pro Glu Asn lie Met Leu Leu Asp Arg Asn Val Pro Lys Pro Arg 
130 135 140 

He Lys He He Asp Phe Gly Leu Ala His Lys He Asp Phe Gly Asn 
145 150 155 160 

Glu Phe Lys Asn He Phe Gly Thr Pro Glu Phe Val Ala Pro Glu He 
165 170 175 

Val Asn Tyr Glu Pro Leu Gly Leu Glu Ala Asp Met Trp Ser He Gly 
180 185 190 

Val He Thr Tyr He Leu Leu Ser Gly Ala Ser Pro Phe Leu Gly Asp 
195 200 205 

Thr Lys Gin Glu Thr Leu Ala Asn Val Ser Ala Val Asn Tyr Glu Phe 
210 215 220 

Glu Asp Glu Tyr Phe Ser Asn Thr Ser Ala Leu Ala Lys Asp Phe He 
225 230 235 240 

Arg Arg Leu Leu Val Lys Asp Pro Lys Lys Arg Met Thr He Gin Asp 
245 250 255 



Ser Leu Gin His Pro Trp He 
260 



<210> 4 
<211> 263 
<212> PRT 
<213> Human 

<400> 4 

Tyr Glu Met Gly Glu Glu Leu Gly Ser Gly Gin Phe Ala He Val Arg 
15 10 15 
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Lys Cys Arg Gin Lys Gly Thr Gly Lys Glu Tyr Ala Ala Lys Phe lie 
20 25 30 

Lys Lys Arg Arg Leu Ser Ser Ser Arg Arg Gly Val Ser Arg Glu Glu 
35 40 45 

He Glu Arg Glu Val Asn He Leu Arg Glu He Arg His Pro Asn He 
50 55 60 

He Thr Leu His Asp He Phe Glu Asn Lys Thr Asp Val Val Leu He 
65 70 75 80 

Leu Glu Leu Val Ser Gly Gly Glu Leu Phe Asp Phe Leu Ala Glu Lys 
85 90 95 

Glu Ser Leu Thr Glu Asp Glu Ala Thr Gin Phe Leu Lys Gin He Leu 
100 105 1X0 

Asp Gly Val His Tyr Leu His Ser Lys Arg He Ala His Phe Asp Leu 
115 120 125 

Lys Pro Glu Asn He Met Leu Leu Asn Lys Asn Val Pro Asn Pro Arg 
130 135 140 

He Lys Leu He Asp Phe Gly He Ala His Lys He Glu Ala Gly Asn 
145 150 .155 160 

Glu Phe Lys Asn He Phe Gly Thr Pro Glu Phe Val Ala Pro Glu He 
165 170 175 

Val Asn Tyr Glu Pro Leu Gly Leu Glu Ala Asp Met Trp Ser He Gly 
180 185 190 

Val He Thr Tyr He Leu Leu Ser Gly Ala Ser Pro Phe Leu Gly Glu 
195 200 205 

Thr Lys Gin Glu Thr Leu Thr Asn He Ser Ala Val Asn Tyr Asp Phe 
210 215 220 

Asp Glu Glu Tyr Phe Ser Asn Thr Ser Glu Leu Ala Lys Asp Phe He 
225 230 235 240 

Arg Arg Leu Leu Val Lys Asp Pro Lys Arg Arg Met Thr He Ala Gin 
245 250 255 



Ser Leu Glu His Ser Trp He 
260 
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<210> 5 
<211> 261 
<212> PRT 
<213> Human 

<400> 5 

Leu Cys Pro Gly Arg Glu Leu Gly Arg Gly Lys Phe Ala Val Val Arg 
1 5 10 15 

Lys Cys lie Lys Lys Asp Ser Gly Lys Glu Phe Ala Ala Lys Phe Met 
20 25 30 

Arg Lys Arg Arg Lys Gly Gin Asp Cys Arg Met Glu lie lie His Glu 
35 40 45 

lie Ala Val Leu Glu Leu Ala Gin Asp Asn Pro Trp Val lie Asn Leu 
50 55 60 

His Glu Val Tyr Glu Thr Ala Ser Glu Met He Leu Val Leu Glu Tyr 
65 70 75 80 

Ala Ala Gly Gly Glu He Phe Asp Gin Cys Val Ala Asp Arg Glu Glu 
85 90 95 

Ala Phe Lys Glu Lys Asp Val Gin Arg Leu Met Arg Gin He Leu Glu 
100 105 110 

Gly Val His Phe Leu His Thr Arg Asp Val Val His Leu Asp Leu Lys 
115 120 125 

Pro Gin Asn He Leu Leu Thr Ser Glu Ser Pro Leu Gly Asp He Lys 
130 135 140 

He Val Asp Phe Gly Leu Ser Arg He Leu Lys Asn Ser Glu Glu Leu 
145 150 155 160 

Arg Glu He Met Gly Thr Pro Glu Tyr Val Ala Pro Glu He Leu Ser 
165 170 175 

Tyr Asp Pro He Ser Met Ala Thr Asp Met Trp Ser He Gly Val Leu 
180 185 190 

Thr Tyr Val Met Leu Thr Gly He Ser Pro Phe Leu Gly Asn Asp Lys 
195 200 205 

Gin Glu Thr Phe Leu Asn He Ser Gin Met Asn Leu Ser Tyr Ser Glu 
210 215 220 
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Glu Glu Phe Asp Val Leu Ser Glu Ser Ala Val Asp Phe lie Arg Thr 
225 230 235 240 

Leu Leu Val Lys Lys Pro Glu Asp Arg Ala Thr Ala Glu Glu Cys Leu 
245 250 255 

Lys His Pro Trp Leu 
260 



<210> 6 
<211> 261 
<212> PRT 
<213> Human 

<400> 6 

lie Leu Thr Ser Lys Glu Leu Gly Arg Gly Lys Phe Ala Val Val Arg 
1 5 10 15 

Gin Cys lie Ser Lys Ser Thr Gly Gin Glu Tyr Ala Ala Lys Phe Leu 
20 25 30 

Lys Lys Arg Arg Arg Gly Gin Asp Cys Arg Ala Glu lie Leu His Glu 
35 40 45 

lie Ala Val Leu Glu Leu Ala Lys Ser Cys Pro Arg Val lie Asn Leu 
50 55 60 

His Glu Val Tyr Glu Asn Thr Ser Glu lie lie Leu lie Leu Glu Tyr 
65 70 75 80 

Ala Ala Gly Gly Glu lie Phe Ser Leu Cys Leu Pro Glu Leu Ala Glu 
85 90 95 

Met Val Ser Glu Asn Asp Val lie Arg Leu lie Lys Gin lie Leu Glu 
100 105 110 

Gly Val Tyr Tyr Leu His Gin Asn Asn lie Val His Leu Asp Leu Lys 
115 120 125 

Pro Gin Asn lie Leu Leu Ser Ser lie Tyr Pro Leu Gly Asp lie Lys 
130 135 140 

lie Val Asp Phe Gly Met Ser Arg Lys lie Gly His Ala Cys Glu Leu 
145 150 155 160 

Arg Glu lie Met Gly Thr Pro Glu Tyr Leu Ala Pro Glu lie Leu Asn 
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Tyx Asp Pro lie 
180 

Ala Tyr Met Leu 
195 

Gin Glu Thr Tyr 
210 

Glu Thr Phe Ser 
225 

Leu Leu Val Lys 



Ser His Ser Trp 
260 



165 

Tlir Thr Ala Thr 



Leu Thr His Thr 
200 

Leu Asn lie Ser 
215 

Ser Val Ser Gin 
230 

Asn Pro Glu Lys 
245 

Leu 



170 

Asp Met Trp Asn 
185 

Ser Pro Phe Val 



Gin Val Asn Val 
220 

Leu Ala Thr Asp 
235 

Arg Pro Thr Ala 
250 



175 

lie Gly lie lie 
190 

Gly Glu Asp Asn 
205 

Asp Tyr Ser Glu 



Phe lie Gin Ser 
240 

Glu He Cys Leu 
255 



<210> 7 
<211> 29 
<212> PRT 
<213> Human 

<400> 7 

Asn Met Glu Lys Phe Lys Lys Phe Ala Ala Arg Lys Lys Trp Lys Gin 
1 5 10 15 

Ser Val Arg Leu He Ser Leu Cys Gin Arg Leu Ser Arg 
20 25 



<210> 8 
<211> 29 
<212> PRT 
<213> Human 

<400> 8 

Asn Leu Glu Asn Phe Arg Lys Gin lyt Val Arg Arg Arg Trp Lys Leu 
15 10 15 

Ser Phe Ser He Val Ser Leu Cys Asn His Leu Thr Arg 
20 25 



<210> 9 



10 



• 4 



\ 



WO 99/66030 ^ ^ PCT/US99/13411 



<211> 29 
<212> PRT 
<213> Human 



<400> 9 

Thir Cys Asp Cys Leu Lys Lys Leu 
1 5 

Ala lie Leu Thr Thr Met Leu Ala 
20 



Asn Ala Arg Arg Lys Leu Lys Gly 
10 15 

Thr Arg Asn Phe Ser 
25 



<210> 10 
<211> 28 
<212> PRT 
<213> Human 



<400> 10 

Val Ser Glu Gin lie Lys Lys Asn 
1 5 

Ala Phe Asn Ala Thr Ala Val Val 
20 



<210> 11 
<211> 32 
<212> PRT 
<213> Human 

<400> 11 

Met Asp Thr Ala Gin Lys Lys Leu 
1 5 

Leu Lys Ala Ala Val Lys Ala Val 
20 



Phe Ala Lys Ser Lys Trp Lys Gin 
10 15 

Arg His Met Arg 
25 



Gin Glu Phe Asn Ala Arg Arg Lys 
10 15 

Val Ala Ser Ser Arg Leu Gly Ser 
25 30 



<210> 12 
<211> 28 
<212> PRT 
<213> Human 



<400> 12 

Gly Glu Asp Ser Gly Arg Lys Pro Glu Arg Arg Arg Leu Lys Thr Thr 
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1 



5 



10 



15 



Arg Leu Lys Glu Tyr Ttir lie Lys Ser His Ser Ser 
20 25 



<210> 13 
<211> 20 
■<212> DNA 
<213> Human 

<400> 13 

ggccggatga ggacctgagg 20 

<r210> 14 
<211> 21 
<212> DNA 
<213> Human 



<400> 14 



tccacatccc accccagact c 



21 



12 



